Porcine Cy Nomenclature [01-05-09]

Current Chain & Serological | Sequence | GenBank Major Features
Designation | Allotype* Gene Allele Allele Acct. No. and Other
Information
IgG1? 12 IGHG1.01 G1#? IGHG1.01 U03781
= L . WOSTBY] | et n the hinge
IgG1 v 1 IGHG1.02 G1°? IGHG1.02 | U03778
lgG2° y 2° IGHG2.01 IGHG2.01 | U03779 | Allotypic difference
confined to CH2
IgG2° y 2° IGHG2.02 IGHG1.02 | U03780 domain.
IgG3 v3 | IGHG3.01 IGHG3.01 | EU372658 No known
allotypes
IgG4a Y 42 IGHG4.01 IGHG4.01 u03782 Major differences
lgG4° y 4° IGHG4.02 IGHG4.02 | EU372654 | in the hinge exon
lgG5° y 5° IGHG5.01 IGHG5.01 | EU372657 | Major differences
b b in the CH1 domain
IgG5 v5 IGHG5.02 IGHG5.02 | EU372656 and hinge
lgG6?® y 6° IGHG6.01 IGHG6.01 | EU372655 Major differences
lgG6° y 6° IGHG6.02 IGHG6.02 | EU372653 | in the CH3 domain
IgA® al1? AP A+ 01 Splice acceptor
site mutation in
. b IGHA ) U12594 | IgA° resultsin a
IgA at A A+02 four aa reduction
in hinge length.
Gene, switch
IgM u IGHM uU50149 region, and
secretion domain
IgE € IGHE u96100
AF411239 uCH1 Ilke_6CH1,
gD 5 IGHD short hinge
AF515674 Sequence of

membrane form

* v allotypes are based on occurrence and sequence, not on mating or mapping studies
and on unpublished serological data.

Kacskovics, I., J. Sun and J. E. Butler. 1994. Five putative subclasses of swine IgG identified
from cDNA sequences of a single animal. J. Immunol. 153:3565-3573.

Kaltreider, H. B., and J. S. Johnson. 1972. Porcine immunoglobulins. I.

Identification of

subclass and preparation of specific antisera. J. Immunol. 109:992-998.

Brown, W. R., and J. E. Butler. 1994. Characterization of a Ca. gene of swine. Mol. Immunol.
31:633-642.



http://www.ncbi.nlm.nih.gov/nuccore/433127
http://www.ncbi.nlm.nih.gov/nuccore/433121
http://www.ncbi.nlm.nih.gov/nuccore/433123
http://www.ncbi.nlm.nih.gov/nuccore/433125
http://www.ncbi.nlm.nih.gov/nuccore/166236036
http://www.ncbi.nlm.nih.gov/nuccore/433129
http://www.ncbi.nlm.nih.gov/nuccore/166236028
http://www.ncbi.nlm.nih.gov/nuccore/166236034
http://www.ncbi.nlm.nih.gov/nuccore/166236032
http://www.ncbi.nlm.nih.gov/nuccore/210062463
http://www.ncbi.nlm.nih.gov/nuccore/166236026
http://www.ncbi.nlm.nih.gov/nuccore/555826
http://www.ncbi.nlm.nih.gov/nuccore/1236645
http://www.ncbi.nlm.nih.gov/nuccore/2149935
http://www.ncbi.nlm.nih.gov/nuccore/22652290
http://www.ncbi.nlm.nih.gov/nuccore/22774001

Sun J., and J. E. Butler. 1997. Sequence analysis of pig switch u, Cu and Cum.
Immunogenetics 46:452-460.

Brown, W. R., |. Kacskovics, B. Amendt, R. Shinde, N. Bllackmore, M. Rothschild and J. E.
Butler. 1995. The hinge deletion variant of porcine IgA results from a mutation at the
splice acceptor site in the first Cao intron. J. Immunol. 154:3836-3842.

Butler, J. E., J. Sun and P. Navarro. 1996. The swine immunoglobulin heavy chain locus has a
single Jy and no identifiable IgD. International Immunology 8:1897-1904.

Bosch, B. L., K. D. Beaman and Y. B. Kim. 1992. Characterization of a cDNA clone encoding
for a porcine immunoglobulin w chain. Dev. Comp. Immunol. 16:329-337.

Vernersson, M. P., T. Kistersson, K. Alving and L. Helleman. 1997. Cloning, structural analysis
and expression of pig IgE ¢ chain. Immunogenetics 46:461-468.

Zhao, Y., Kacskovics, |., Pan, Q., Liberles, D. A., Geli, J., Davis, S. K., Rabbani, H.,
Hammartsrom, L. 2002. Artiodactyl IgD: The missing link. J. Immunol. 169: 4408-4416

Butler, J.E., N. Wertz, N. Deschacht and |. Kacskovics. 2009. Porcine IgG: Structure, genetics
and evolution. Immunogenetics 61: 209-230.



